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Microbiol. 30:2996-2999. 1992. 

77. Faruque SM, Haider K, Albert MJ, Ahmad QS, Nahar S, Tzipori S.  A  comparative study of 
specific gene probes and standard bioassays to identify diarrhoeagenic Escherichia coli in 
paediatric patients with diarrhoea in Bangladesh. J. Med. Microbiol 36:37-40. 1992. 

78. Faruque SM, Albert MJ.  Genetic relation between Vibrio cholerae 01 strains in Ecuador 
and Bangladesh.  Lancet. 339:740-741. 1992. 

79. Faruque SM, Haider K, Rahman MM, Alim ARMA, Baqui AH, Ahmad QS, Hossaim KMB, 
Albert MJ.  Evaluation of a DNA probe to identify enteroaggregative Escherichia coli from 
children with diarrhoea in  Bangladesh.  J. Diarrhoeal Dis. Res. 10:31-34. 1992. 

80. Nair GB, Faruque SM, Bhuiyan NA, Kamruzzaman M, Siddique AK, Sack DA. New variants 
of Vibrio cholerae O1 biotype El Tor with attributes of the classical biotype from 
hospitalized patients with acute diarrhea in Bangladesh. J. Clin. Microbiol. 40:3296-3299. 
2002. 

81. Karasawa T, Ito H, Tsukomoto T, Yamasaki S, Kurazano H, Faruque SM, Nair GB, 
Nishibuchi M, Takeda Y. Cloning and characterization of genes encoding homologues of 
B subunit of cholera toxin and the Escherichia coli heat-labile enterotoxin from clinical 
isolates of Citrobacter freundii and E. coli. Infect. Immun. 70: 7153-7155. 2002. 

82. Bhuiyan NA, Ansaruzzaman M, Kamruzzaman M, Alam K, Chowdhury NR, Nishibuchi M, 
Faruque SM, Sack DA, Takeda Y, Nair GB. Prevalence of the pandemic genotype of Vibrio 
parahaemolyticus in Dhaka, Bangladesh, and significance of its distribution across 
different serotypes.  J. Clin. Microbiol.  40 :284-6. 2002. 
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83. Sinha S, Chowdhury P, Chowdhury NR, Kamruzzaman M, Faruque SM, Ramamurthy T, 
Bhattacharya SK, Yamasaki S, Takeda Y, Nair GB.  Molecular comparison of toxigenic 
clinical & non-toxigenic environmental strains of Vibrio cholerae O1 Ogawa isolated 
during an outbreak of  cholera in south India.   Indian J.  Med. Res. 114:83-89. 2001. 

84. Hochhut B, Lotfi Y, Mazel D, Faruque SM, Woodgate R, Waldor MK. Molecular analysis 
of antibiotic resistance gene clusters in vibrio cholerae O139 and O1 SXT constins. 
Antimicrob. Agents. Chemother. 45: 2991-3000. 2001. 

85. Chowdhury HR, Yunus M, Zaman K, Rahman A, Faruque SM, Lescano AG, Sack RB. The 
efficacy of bismuth subsalicylate in the treatment of acute diarrhoea and the prevention 
of persistent diarrhoea. Acta. Paediatr. 90:605-10. 2001. 

86. Ryan ET, Bridges EA, Crean TI, Gausia K, Hamadani JD, Aziz A, Hawkes S, Begum M, 
Bogaerts J, Faruque SM, Salam MA, Fuchs GJ, Calderwood SB. Local production of anti-
Vibrio cholerae mucosal antibody in reproductive tract tissues after cholera.  J. Infect. Dis. 
184:643-647. 2001. 

87. Azim T., Islam LN, Sarker MS, Ahmad SM, Hamdani JD, Faruque SM, Salam MA. Immune 
response of Bangladeshi children with acute diarrhea who subsequently have persistent 
diarrhea. J. Pediatr. Gastroenterol. Nutr. 31:528-535. 2000. 

88. Casswall, TH, Sarker SA, Faruque SM, Weintraub A, Albert MJ, Fuchs GJ, Alam NH, 
Dahlstrom AK, Link H, Brussow H, and Hammarstrom L. Treatment of enterotoxigenic 
and enteropathogenic Escherichia coli-induced diarrhoea in children with bovine 
immunoglobulin milk concentrate from hyperimmunized cows: A double-blind, placebo-
controlled trial. Scand J Gastroenterol 35:711-718. 2000. 

89. Chakraborty S., Mukhopadhyay AK, Bhadra RK, Ghosh AN, Mitra R, Shimada T., Yamasaki 
S, Faruque SM, Takeda Y, Colwell RR, and Nair GB. Virulence genes in environmental 
strains of Vibrio cholerae. Appl. Env. Microbiol. 2000; 66:4022-4028. 

90. Bardhan PK, Albert MJ, Alam NH, Faruque SM, Neogi PKB, Mahalanabis D. Small bowel 
and fecal microbiology in children suffering from persistent diarrhea in Bangladesh. J.  
Pediatr.  Gastroenterol.  Nutr. 26: 9-15. 1998. 

91. Albert MJ, Faruque ASG, Faruque SM, Sack RB, Mahalanabis D. Case-control study of 
enteropathogens associated with childhood diarrhea in Dhaka, Bangladesh. J. Clin. 
Microbiol.  37:3458-3464. 1999. 

92. Albert MJ, Bhuyan NA, Talukder KA, Faruque ASG, Nahar S, Faruque SM, Ansaruzzaman 
M Rahman M. Phenotypic and genotypic changes in Vibrio cholerae O139 Bengal. J. Clin. 
Microbiol.  35:2588-2592. 1997. 
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93. Faruque ASG, Salam MA, Faruque SM, Fuchs GJ. Etiological, clinical, and epidemiological 
characteristics of a seasonal peak of diarrhoea in Dhaka, Bangladesh. Scan. J. Infect. Dis. 
30:393-396; 1998. 

94. Albert MJ, Faruque SM, Faruque ASG, Bettelheim KA, Neogi PKB, Bhuiyan NA, Kaper JB. 
Controlled study of cytolethal distending  toxin-producing Escherichia coli infections in 
Bangladeshi  children. J. Clin. Microbiol. 34:717-719. 1996. 

95. Unicomb LE, Faruque SM, Malek MA, Faruque ASG, Albert MJ. Demonstration of a lack 
of synergistic effect of rotavirus with other diarrheal pathogen on severity of diarrhea in 
children. J. Clin. Microbiol. 34:1340-1342; 1996. 

96. Ansaruzzaman M, Albert MJ, Kuhn I, Faruque SM, Siddique AK, Molby R. Differentiation 
of Vibrio cholerae O1 isolates with biochemical fingerprinting and comparison with 
ribotyping. J. Diarrheal Dis. Res. 14:248-254. 1996. 

97. Qadri F, Mohi MG, Azim T, Faruque SM, Kabir AKMI, Albert MJ.  Production, 
characterization and immunodiagnostic application of a monoclonal antibody to shiga 
toxin. J. Diarrhoeal Dis. Res. 14:95-100; 1996. 

98. Mahalanabis D, Faruque ASG, Hoque SS, Faruque SM. Hypotonic oral rehydration 
solution in acute diarrhoea: a controlled clinical  trial. Acta. Paediatr. 84:289-293. 1995. 

99. Albert MJ, Faruque SM, Faruque ASG, Neogi PKB, Ansaruzzaman M,  Bhuyan NA, Alam K, 
Akbar MS. A controlled study of Escherichia coli  diarrheal infections in Bangladeshi 
children. J. Clin. Microbiol. 33:973-977. 1995. 

100.  Alim ARMA, Faruque SM, Ahmad QS, Hossain KMB, Mahalanabis D,  Albert MJ. 
Evaluation of a non-radioactive chemiluminescent method  for using oligonucleotide and 
polynucleotide probes to identify   enterotoxigenic Escherichia coli. J. Diarrhoeal Dis. 
Res.12:113-116. 1994. 

101. Qadri F, Haque A, Faruque SM, Bettelheim KA, Robins-Browne R, Albert MJ. 
Hemagglutination properties of Enteroaggregative  Escherichia coli. J. Clin. Microbiol. 
32:510-514. 1994. 

102. Albert MJ, Siddique AK, Islam MS, Faruque ASG, Ansaruzzaman M, Faruque SM, Sack RB.  
Large outbreak of clinical cholera due to  Vibrio cholerae non-01 in Bangladesh.  Lancet 
341:704. 1993. 

103. Albert MJ, Ansaruzzaman M, Bardhan PK, Faruque ASG,  Faruque SM, Islam MS, 
Mahalanabis D, Sack RB, Salam MA, Siddique AK, Yunus M, Zaman K. Large epidemic of 
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cholera-like disease in Bangladesh  caused by Vibrio cholerae O139 synonym Bengal. 
Lancet  342:387-390. 1993. 

104. Qadri F, Azim T, Hossain A, Islam D, Mondal G, Faruque SM, Albert MJ.  A monoclonal 
antibody to Shigella dysenteriae serotype 13  cross-reacting with Shiga toxin.  FEMS 
Microbiol. Lett. 107:343-348; 1993. 

105.     Albert MJ, Ansaruzzaman M, Qadri F, Hossain A, Kibriya AKMG, Haider K, Nahar S, 
Faruque SM, Alam AN. Characterization of  Plesiomonas shigelloides strains that share 
type-specific antigen  with Shigella flexneri 6  and common group 1 antigen with 
Shigella  flexneri spp. and Shigella dysenteriae 1. J. Med. Microbiol  39:211-217. 1993. 

106. Haider K, Faruque SM, Albert MJ, Nahar S, Neogi PKB, Hossain A. Comparison of a 
modified adherence assay with existing assay   methods for identification of 
enteroaggregative Escherichia cli.  J. Clin. Microbiol. 30:1614-1616. 1992. 

107.     Albert MJ, Faruque SM, Ansaruzzaman M, Islam MM, Haider K, Alam K, Kabir I, 
Robins-Browne R.  Sharing of virulence associated  properties at the phenotypic and 
genetic levels between enteropathogenic Escherichia coli and Hafnia alvei.  J. Med. 
Microbiol. 37:310-314. 1992. 

108.    Strockbine NA, Faruque SM, Kay BA, Haider K, Alam AN, Tzipori S and Wachsmuth K.  
DNA probe analysis of diarrhoeagenic Escherichia  coli: detection of EAF-positive 
isolates of traditional enteropathogenic  Escherichia coli serotypes among Bangladeshi   
paediatric diarrheal patients. Mol. Cell. Prob. 6:93-99. 1992. 

109.     Haider K, Faruque SM, Nahar S, Alam AN, Albert MJ, Tzipori S.  Enteroaggregative 
Escherichia coli infections in Bangladeshi diarrhoeal children: clinical and 
microbiological features.  J.  Diarrhoeal Dis. Res. 9:318-322. 1991. 

110.     Albert MJ, Ansaruzzaman M, Faruque SM, Neogi PKB, Haider K, Tzipori S. An 
enzyme-linked immunosorbent assay (ELISA) for the detection of localized adherent 
enteropathogenic Escherichia coli  (EPEC).  J. Infect. Dis. 164:986-989. 1991. 

111.    Albert MJ, Ansaruzzaman M, Faruque SM, Haider K, Qadri F, Islam  MM, Kibriya 
AKMG, Tzipori S. An out break of keratoconjunctivitis due to Salmonella weltevreden in 
a guinea pig colony. J. Clin. Microbiol.   29:2002-2006. 1991. 

112. Albert MJ, Alam K, Ansaruzzaman M, Montanaro J, Islam M, Faruque  SM, Haider K,  
Bettelheim KA, Tzipori S. Localized adherence and attaching-effacing properties of  
non-enteropathogenic serotypes of Escherichia coli.  Infect. Immun 59:1864-1868. 
1991. 
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113.  Faruque SM, Kabir Y, Bashar SAMK.  Effect of vitamin A supplementation on the 
serum levels of some immunoglobulins in  vitamin A deficient children. Peadiat. 
Indonesiana 24:249-253. 1984. 

114.  Faruque SM, Sharmeen L, Bashar SAMK.  Study of some immune responses in 
postnatally malnourished rats.  J. Pak. Med. Assoc.  34:270-271. 1984. 

115.  Faruque SM, Bashar SAMK.  Effect of vitamin A deficiency on plaque forming response 
of antibody producing spleen cells against Salmonella typhimurium in rats.  Bangladesh 
Med. Res. Coun. Bull.  2:37-42. 1982. 

 

       

116.  Faruque SM, Nair GB, Mekalanos JJ. Genetics of stress adaptation and virulence in 
toxigenic  Vibrio cholerae. DNA Cell Biol. 11:723-41. 2004. 

Review Articles  

117.  Faruque SM, Mekalanos JJ. Phage-bacterial interactions in the evolution of toxigenic 
Vibrio cholerae. Virulence. 3:556-565; 2012. 

118.  Faruque SM, Mekalanos JJ. Pathogenicity islands and phages in Vibrio cholerae 
evolution. Trends. Microbiology. 11:505-510; 2003. 

119.  Faruque SM, Sack DA, Colwell RR, Sack RB, Nair GB, Emergence and Evolution of Vibrio 
cholerae O139. Proc. Natl. Acad. Sci, USA (PNAS). 100:1304-1309. 2003. 

120.  Faruque SM, Nair GB. Molecular Ecology of toxigenic Vibrio cholerae. Microbiol. 
Immunol. 46:59-66; 2002.  

121.  Faruque SM, Albert MJ, Mekalanos JJ. Epidemiology, genetics and Ecology of Toxigenic 
Vibrio cholerae. Microbiol. Mol. Biol. Rev.  62:1301-1314. 1998. 

122.  Yamasaki, S., Asakura, M., Tsukamoto, T., Deb, R., Ramamurthy, T. and Faruque SM. 
Cytolethal distending toxin (CDT): Genetic diversity, structure, and role in diarrheal 
disease. Toxin Rev. 25:1-26. 2006. 

 

123. Colwell, R, Faruque, SM, and Nair GB. 2004. Free-living to Free-wheeling: the evolution 
of Vibrio cholerae from innocence to infamy. In Dronamraju KR ed. Infectious Disease 
and Host-Pathogen Evolution. Cambridge University Press, Cambridge. 

Book Chapters 
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124.  Faruque SM, and Mekalanos JJ.  Chapter 10: Epidemiology and molecular biology of 
Vibrio cholerae, In Faruque SM (ed). Foodborne and waterborne bacterial pathogens: 
epidemiology, evolution and molecular biology. Norwick: Caister Academic Press, 2012. 
p p. 211-230. 

125.  Faruque SM. Chapter 1: Introduction. In Faruque SM (ed). Foodborne and waterborne 
bacterial pathogens: epidemiology, evolution and molecular biology. Norwick: Caister 
Academic Press, 2012. p p. 1-10. 

126.  Faruque SM. Chapter15: Conclusion and future prospects. In Faruque SM (ed). 
Foodborne and waterborne bacterial pathogens: epidemiology, evolution and molecular 
biology. Norwick: Caister Academic Press, 2012. p p. 305-311. 

127.  Faruque SM. Chapter 1: Introduction. In Faruque SM (ed).  Vibrio cholerae: Genomics 
and Molecular Biology, Caister Academic Press, Norfolk , UK. pp.1-10. 

128.  Faruque SM. Chapter 13: Conclusion and future prospects. In Faruque SM (ed).  Vibrio 
cholerae: Genomics and Molecular Biology, Caister Academic Press, Norfolk , UK. pp.1-8. 

129.  Faruque SM and Mekalanos JJ. Chapter 8: Molecular ecology of Vibrio cholerae.  In 
Faruque SM (ed).Vibrio cholerae: Genomics and Molecular Biology, Caister Academic 
Press, Norfolk , UK. pp.141-151. 

130.  Nair, GB, Faruque, SM, Garg, P, Ramamurthy, T, Takeda, Y. 2004. Molecular 
Epidemiology of Vibrio cholerae: Masquerade of a deceptive pathogen. In Furukawa et. 
al. eds. Ecological Destruction, Health, and Development. Kyoto University Press, Kyoto. 

131.  Faruque, SM, and Nair, GB. 2006. Epidemiology. In  F. L. Thompson ed., The Biology of 
Vibrios. ASM press. Washington D.C. 

132.  Nair, GB., Faruque, SM, and Sack, DA. 2006. Vibrios. In Motarjemi Y, and Adams, M. eds. 
Emerging Food borne Pathogens. Woodhead Publishing Ltd., Cambridge. 

133.  Faruque SM, and Mekalanos JJ. 2007. The Evolution of Vibrio cholerae and cholera 
epidemics. In F. Baquero, C. Nombela, G. H. Cassell and J. A. Gutiérrez  eds., Introduction 
to Evolutionary Biology of Bacterial and Fungal Pathogens. ASM Press. Washington D.C. 

  
Conference papers, presentations and workshops:   

    (Selected Invited Presentations) 
  

1. Faruque SM. Plenary Talk: Genomics and Co-evolution of the Cholera Pathogen and its 
Bacteriophages. SQUARE-ACI International Conference on Biotechnology in Health and 
Agriculture. December 2017.  
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2. Naser IB, Haque MM, Nahid MA and Faruque SM. Emerging diversity of the CRISPR-Cas 
system in cholera phages.  U.S.-Japan Cooperative Medical Sciences Program (USJCMSP) 
19th

3. Faruque SM. Plenary Talk: Genetic and Ecological factors in the epidemiology and 
evolution of a waterborne bacterial pathogen: the cholera paradigm. Annual Conference 
of the International Society of Microbial Ecology, Seoul Korea, 2015  

 International Conference on Emerging Infectious Diseases in the Pacific Rim. 
February 7-10, 2017. Seoul, Republic of Korea 

4. Faruque SM. Invited Lecture: Phage bacterial interactions in the evolution and 
epidemiology of toxigenic Vibrio cholerae. Fifty years of Discovery of Cholera toxin: A 
tribute to SN Dey. Kolkata, India. October 25-27, 2009. 

5. Zahid MS, Udden, SM, Kamruzzaman M., Faruque AS, Calderwood SB, Mekalanos JJ, 
Faruque SM. Phage bacterial interactions in the infectivity and epidemic cycle of cholera 
and the emrgence of genetic variants. 43rd

6. Faruque SM. Invited Lecture: Transmissibility and Epidemic Cycle of Cholera. 13

 Annual Meeting of the US-Japan medical 
sciences Program, Fukuoka, Japan. November 17-19, 2008. 

th

7. Faruque SM. Invited Lecture: Phages and Cholera. In: Program & abstracts of 161

 
Meeting of the International Society of Infectious Diseases, Kuala Lumpur, Malaysia. 
June 19-22, 2008. 

st

8. Faruque SM, TWAS prize Lecture: “Cholera” In: Program & abstracts of the TWAS 10

 
Meeting of the Society of General Microbiology, Edinburgh 3-6 September, 2007. 

th

9. Faruque SM, Nair GB, Sack DA, Mekalanos JJ. Progress towards a unified model for 
cholera dynamics. In: Program & abstracts of the 11

 
General Conference, Angra dos Reis, Reo de Janeiro, Brazil 1-6 September 2006. 

th

10. Faruque SM, Key note speech: Cholera dynamics. In: Program & abstracts of the Vibrio-
2005 Conference, Ghent, Belgium 7-8 November, 2005. 

 Asian Conference on Diarrhoeal 
Disease (ASCODD), Bangkok, 8-10 March 2006.  

11. Faruque SM, Naser IB, Islam MJ, Faruque ASG, Ghosh AN, Nair GB, Sack DA, Mekalanos 
JJ.  Epidemics of cholera inversely correlate with the prevalence of environmental 
cholera phages (abstract). In: Program & abstracts of the Fortieth Anniversary of the 
United States-Japan Cooperative Medical Sciences Program, Kyoto, 7-10 December 
2004:14 

12. Faruque SM, Naser I-B, Fujihara K, Diraphat P, Yamasaki S, Kamruzzaman M, Ghosh AN, 
Nair GB, Mekalanos JJ.  Genomic sequence and receptor for the Vibrio cholerae 
filamentous phage KSF-1Ø (abstract). In: Program & abstracts of the Fortieth 
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Anniversary of the United States-Japan Cooperative Medical Sciences Program, Kyoto, 7-
10 December 2004:89 

13. Fujihara K, Asakura M, Shi L, Ramamurthy T, Sarkar BL, Chaicumpa W, Faruque SM, Nair 
GB, Takeda Y, Yamasaki S. Generic diversity of super-integron in Vibrio cholerae 
(abstract). In: Program & abstracts of the Fortieth Anniversary of the United States-
Japan Cooperative Medical Sciences Program, Kyoto, 7-10 December 2004:70 

14. Nair GB, Bhuiyan NA, Nusrin S, Safa A, Ansaruzamman M, Faruque SM, Hamabata T, 
Takeda Y, Sack DA. The Matlab variants of Vibrio cholerae O1: do they deserve a new 
biotype status (abstract). In: Program & abstracts of the Fortieth Anniversary of the 
United States-Japan Cooperative Medical Sciences Program, Kyoto, 7-10 December 
2004:73 

15. Nair GB, Bhuiyan NA, Nusrin S, Safa A, Ansaruzzaman M, Faruque SM, Hamabata T, 
Takeda Y, Sack DA. Molecular characterization of strains of Vibrio choelrae that are 
hybrids between the classical and El Tor biotypes. In: The Report Meeting of the 
USJCMSP Asian Region Collaboration Research Projects 2003, Kyoto, U.S.-Japan 
cooperative Medical Science Program, Asian Region Collaboration Research Project 
2003, Kyoto, 11 December 2004:16 

16. Qadri F, Chowdhury MI, Salam MA, Faruque SM, Saha A, Begum YA, Ahmed T, Von 
Seidlein L, Park E, Mekalanos JJ, Killeen KP, Clemens JD, Sack DA, and PXV Study Group.  
Clinical studies of a live attenuated oral cholera vaccine Peru-15 in toddlers in 
Bangladesh (abstract).  In: Program & abstracts of the Fortieth Anniversary of the United 
States-Japan Cooperative Medical Sciences Program, Kyoto, 7-10 December 2004:76. 

17. Zhu J, Dziejman M, Raskin D, Pukatzki S, Bina J, Bina R, Sturtevant D, Diraphat P, Hung D, 
Shakhnovick E, Tam V, Davide S, Faruque SM, Mekalanos JJ. Functional and comparative 
genomics of Vibrio cholerae (abstract). In: Program & abstracts of the Fortieth 
Anniversary of the United States-Japan Cooperative Medical Sciences Program, Kyoto, 7-
10 December 2004:68 

18. Faruque SM, Skidmore CJ.  Transcription unit of the mouse  α1-casein  gene.  Biochem 
Soc Trans 1988; 16:1064. 

19. Faruque SM, Antoniou M, Skidmore CJ.  The fine structure of the mouse α1-casein gene.  
Biochem Soc Trans 1987; 16:624. 

20. Faruque SM, Alim ARMA, Ahmed KM, Albert MJ. An environmental strain of toxigenic 
non-O1  non-O139 Vibrio cholerae isolated in Bangladesh closely resembles classical 
Vibrio cholerae O1. In: Procedings of the 31st US-Japan Cholera and related diarrheal 
diseases conference, Kiawah Island, 1995. 



 
 

18 
 

21. Faruque SM, Haider K, Nahar S, Baqui AH, Ahmad QS, Tzipori S. Identification of 
enteroadherent Escherichia coli in Bangladeshi diarrhoeal children using specific DNA 
probes and HeLa cell adherence assay: a comparative study. In: Programmes and 
abstracts  of the 8th

22. Faruque SM, Rahman MM, Alim ARMA, Ahmad QS, Hossain, KMB.  Molecular biology in 
study of diarrhoeagenic organisms:  A review   of technical facilities and achievements.  
Abstract No. 51.  In:  Programmes and Abstracts of the Annual Scientific Conference, 
ICDDR,B, Dhaka, 1991. 

 FAOB symposium, Dhaka 1991. 

23. Haider K, Faruque SM, Hossain A, Baqui AH, Albert MJ, Nahar S,  Bhuiyan NA, Sack RB.  
Production of protease and haemolysin -possible markers of virulence in Escherichia coli 
strains isolated  from children with diarrhoea. In:  Abstracts of scientific   papers, 
Commonwealth Conference on Diarrhoea and Malnutrition, New    Delhi, 1991. 

24. Haider K, Faruque SM, Nahar S, Albert MJ, Shaheed NS, Alam AN, Malek A, Tzipori S. 
Clinical and microbiological features of   enteroaggregative Escherichia coli infections in 
Bangladesh. Abstract no. 105. First International Scientific Conference of    Bangladesh 
College of Physicians and Surgeons, Dhaka, 1991. 

25. Faruque SM, Alim ARMA, Rahman M, Ahmad QS, Hossain KMB, Albert MJ, Sack RB. A 
semiquantitative polymerase chain reaction assay to identify toxigenic Vibrio cholerae 
O1. Abstract of 2nd

26. Albert MJ, Ansaruzzaman M, Bardhan PK, Faruque ASG, Faruque SM, MS, Mahalanabis D, 
Sack RB, Salam MA, Siddique AK, Yunus M, Zaman  Epidemic cholera in Bangladesh due 
to Vibrio cholerae O139 Bengal. proceedings of the 29

 Annual   Scientific Conference  (ASCON II) ICDDR,B Dhaka 1993. 

th

27. Albert MJ, Alam K, Ansaruzzaman M, Faruque SM, Ehara M, Yamamoto T, Sack RB. 
Microbiological and cross-protection studies with  recent epidemic isolates of Vibrio 
cholerae O139 Bengal from   Bangladesh.  Proceedings of the 29

 Joint conference on cholera and 
related   diarrheal diseases. U.S.-Japan Cooperative Medical Science Program, Asilomar 
1993. National Institute of Health, Bethesda Maryland, USA. 

th

 

 Joint conference on 
cholera and related diarrheal diseases. U.S.-Japan Cooperative Medical Science Program, 
Asilomar, 1993. National Institute of Health, Bethesda, Maryland, USA.  

Books  
 

1. Vibrio cholerae: Genomics and Molecular Biology, Editors: Faruque SM, Nair GB.  2008. 
Caister Academic Press, Norfolk , UK 

2. Foodborne and waterborne bacterial pathogens, Editor: Faruque SM, 2012. Caister 
Academic Press, Norfolk , UK 
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Awards,  Honors and Membership of Scientific Societies 

1985-1988   Commonwealth Scholar, University of Reading, England 

2006     TWAS prize-2005 in Medical Sciences 

2007   Elected Fellow, TWAS: The World Academy of Sciences  

2006   Elected Fellow, Bangladesh Academy of Sciences 

1996-2007 Senior Associate, Department of International Health, Johns Hopkins 
University, USA 

2015 Special Guest Professor, Graduate School of Life and Environmental Sciences,  
Osaka Prefecture University, Japan 

2008   Member, International Society for Infectious Diseases 

2005   Member, Association of Vibrio Biologists 

2010-2014  Member VibrioNet Consortium, Germany 

1975-2018  Member, Bangladesh Biochemical Society 

 

Field of Research : 

Bacteriophage biology and their evolution 
  

Pathogenicity islands and mobile genetic elements  
Genomics of enteric bacterial pathogens 
Epidemiology, evolution and ecology of enteric pathogens 
Quorum sensing and Biofilms 
Environmental survival forms of pathogenic bacteria 
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